%51@
EAIMNIERAR =

7055 L Vit




o 51 [ AN ME E A 7 =

2 H: 2022411 H 11 H (&) 13125
~ 11 H 128 (£) 11:50

= B IS —T 0 4F T B
T379-0127 BEIE R ZHmiggal 1-12-5
Tel 027-385-0085

https://www.isobesuzume.co.jp/

= REF BT (EZBEYENICAT EANMMEM i > & —)
PSR  EA 187 (BB RFERFEREFS R TER M E
FEAN M o S BRx )
M aFE R

HEIE - BERR R FPRABLE R ORI o - JEAIM I B SR B ax
& EE RK
TEL: 027-220-7992 FAX: 027-220-7996






—_—
N——

i)

N

2Nt
ZAHT 1A 113 (8) 12:30 LV 4F &= TR ARfHTIC T TWE 3,

1510,/ > INE
17,000 [ (NER : =% 1,000 [, BF2E=2 0% 6,000 M. 75710% 10,000 1)
(fE = A2 D J7 13515 10,000 )

OSSR

—fRTEE O O EEFEIX 12 0FE L L, HEEnE A2 a0 T 154 T9,
L EEHT-0D AT A4 F 12 RRETBEWLE T,
HKRII~vA 7T hXT—RA > b TREAWLET,

SRS FRNCA VT A BRI 71201 T Zoom TD[RIFFELE %
TWET (L, BMOZTESHGSIENS DR TY), £Od,
RTOFERITES R TUENK L 7= PC(Windows10, PowerPoint2016) & VN THT
WET, BRAOT —F2RIINDLE v a L ORTOKREAFRER F T2 USB
AV TERHIZEN,

THHEDOPC TORBIFHEZ TWLEEETIOBBENN-LET (85
LTHIAHDOPC AT 20EDOH 5L, BERIAFEZHELET DT
VRN ZEAE N IEEET L BEWVWZLES),

FRRIZEE L, COIRAR Y —y TEIZOTFE L UL, RAEHFZTBHHT
KTV E T,



5 51 BERAIMEFI LR 7 1 7T L

20224 11 A 11 H (&)

13:25~16:00
13:25~13:30

B2 D3R

—ARVERE T 1297, Bt 3 Y

13:30~14:15 JER ¥ I (BEHER KR

HEEKIE

Enterococcal linear plasmids adapt to Enterococcus faecium and spread
within multidrug-resistant clades.
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Enterococcal linear plasmids adapt to Enterococcus faecium
and spread within multidrug-resistant clades.
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A novel LAMP method detecting B-lactamase genes 2

Jun Sakai', Takahiro Iijimaz, Dai Kanamori’, Akihiro Nakamura®, Takashi Ogiharaz, Tomonori
Hoshino?, Shigefumi Maesaki', and Mitsuko Seki’

1 Saitama Medical University, Saitama, Japan.

2 Meikai University School of Dentistry, Saitama, Japan.

Nosocomial infections caused by B-lactamase-producing strains are of growing concern globally.
Rapid evaluation of antimicrobial susceptibility is important in the treatment of nosocomial
infections by Gram-negative bacteria, which increasingly carry carbapenemases and
metallo-B-lactamases. We developed loop-mediated isothermal amplification (LAMP)-based
assays for two B-lactamase genes (blapp.; group, and blayiv).

The assays were evaluated using eight reference bacterial strains (Klebsiella pneumoniae,
Escherichia coli, Pseudomonas aeruginosa, and Acinetobacter bereziniae) harboring six
B-lactamase genes. A total of 55 Gram-negative bacterial strains, including 47 clinical P
aeruginosa isolates, fully characterized by next-generation sequencing (NGS)", were used to
evaluate the LAMP assays. The results were compared to those of conventional PCR.

The LAMP assays were able to detect 10 to 100 copies of a gene, as the same as conventional
PCR. The LAMP assay detected two B-lactamase genes with a sensitivity like that using purified
DNA as the template in DNA-spiked urine, sputum, and blood specimens. By contrast, the
sensitivity of PCR was 1- to 100-fold lower with DNA-spiked clinical specimens.

Therefore, the LAMP assays were proved to be an appropriate tool for the detection of two

B-lactamases.

Contributors: Eun Jin Kim, Donghyun Lee, and Dong Wook Kim, Hanyang University, Korea;
Humphrey Gardner, Harbour Biomed, USA; Robert E McLaughlin, Institute for Life Science
Entrepreneurship, USA; Paul E. Kilgore, Wayne State University, USA; Chika Takano and
Satoshi Hayakawa, Nihon University School of Medicine, Japan.

Reference: 1) Kos, V.N., et al. (2015). The resistome of Pseudomonas aeruginosa in

relationship to phenotypic susceptibility. Antimicrob Agents Chemother 59(1), 427-436.



Corynebacterium striatum @ B-S V3 L EMHEIZCEFE I 5
IR EEFORE

BAEFEWABIE=Z " EXCEANLE B2 BARAM3 NE FBE A TEHET

E L EPERAER EHHERAE 52—
BRRFEZIMHERRE BT

HEETENERE A — CELEREUA— NEFH
BIATBUEAFBERRETEHEE PEFKRRE PREEL

A wDd =

Corynebacterium striatum I$REETHETHEIMN. B-FVFLAMERZEL S
FlCtEE R T RICEDERBEREENAERNNTHRESNTHEY. FEIBET
HBEEZOND, KR TIE. SNETHBIZ-1= C. striatum D B-50 32 LET 4
BIEFERIEL:Z. AIRBEOMENSHEESNI-R=Y DR, 2T LFR AL
IRALBRMEREICHEFE BRI ERTERTINEL, £7 / LB S % L AR
HL=ECAH, &ETOMmMERIE Corynebacterium diphtheriae M B-594 LZE it E
EF LR pbp2X ETSRAZRLIZRETIHIEN D ofz, KBEFIER=D)
AEEEF—TFHF IRV AEEINIEZFI—FLTEY. pbp2X O LRIZHL
B9 5 blaX ERZV)AEEEF—TEELHVN\VEZI—FL TV, RIZ, fitE
BEIFOULTOTANRMEMTEEL, TSRAIREREIEDIE B-F5VFLE
ML AL LTz, SBHIT, Pop2X HIBRATIAIRRN4—5EHL ., HEMRD TSR
SRERERICEATEHE RZVYV R BT LR AILNARR LRIEEICH 4%
~Lizo —AT.BlaX FEHATSAIFRGA—FEALTEH, LEOIMEEICRERZ
1257, LLEKY C. striatum @ B-50 32 LEMEIZIX pbp2X WE 5T S EMEH
VAN A (ol



AR A T R Escherichia coli DA & NERIGERGUED BT PRIFMEDS
WAz, FEESE, (&7, Mk B8], MR Ml BBl T, Rz
EMRFRFSE [EFRTE - A EH LR

[B8Y] ST NBRIGREGY R, AR O U 3= UTEN B O IR B
%o LALZRNG, BEOFCHTHICART 2MEMEDO N 7 AT MEEEIZT N HETH S
9", Escherichia coli DA RITSPE 10 & OFEFINMPE, JREMEOFRIZIEE A E7R <, AT ng
RS AZ LR BERIE LT,

k& L] 2021 48 11 H~2022 48 3 HAZEO A ZNHAHT - SRGHHTHTHI O SEIR - T 5 4 65
BRI P AR L, TBX ZEREZH, = U 252 /(CL) 1 ug/mL &4 TBX ZEREZH,
CHROMagar mSuper CARBA/ESBL ZEIFHICERER - 1548 U To, HEE E. coli 2531522 MALDI-TOF
MS (Z L DIRIE, FAESMEREFEh L7, S 5I2 WGS 12 X 2 OGO BmRGE, R
R8s T, FHIMR ST O 21T > 72,

[FE5R & BE] 65 R 27 R (41.5%)7)HHEE E. coli )3 34 B 4, MALDI-TOF MS 12 L 0
BRRINE. coli LRITE STz, L L7RAN 5, digital DDH - ANI i OG5 31 ¥E2N E. coli & W8
ATz, Phylogroup FEHTCIE B1 SAFHREN 16 £ (51.6%) & K% 6d7=73, F4150 sequence type (ST)
VIR ST13297 250 21 @ STIZHRI STz, —75, b MTREMESE & D B2 BHtREDS 7
KR (22.6%), D SGHREDS 5 1K(16.1%) T o7, E. coli 31 BRIIZ < D& MREMERAGEOFRHEKE &5
TERA LT, FRC B2 SBHHED 5 BRE S 672 9 8R0S iwtd, kpsMIL papC DU NT U702 DLLEE
A UBFESMRENERIBE (ExPECCHEEENT, F7e, B2 AFEEE 7 MRS IFEME ARG
(UPECHZAP RSN, BRIEFRIEME 7 v— D B2-06:H5-ST83-fimH21 D 2 KRiZt N RESEYGLE -
ASIAE & B 2 ISR TEE MG (NTEC) Y5l Z S/ R m IR T8 A T
enfl R0, < OSBRI RRGF (APEC)BERUEL 2 RA T D CRHE Tho 7, £77,
EXPEC @ B2-06:H1-ST73+/imH30 O 3 ¥k CIXEE/2/aER & U CHIRMEEMEIZES 5 class 1
SPATE &{= T sar, W& TAEN LRGBS E 72 E1ZBi5 5 class 2 SPATE 85T pic <2 vat DR
BB BT, Bl ZHEED 4 M OND RHEED | KSR R ISEMEWET S 1 (EAST1 )&
{57 astd ZfRF LU,

B1-O non-typeable:H23-ST224-imH39 @ 1 #RI Tt 7 7 1 AR Y SRIRITHEE 7R L, blactxavss
2R LT, ARIIMSRREOZERN x5 D TS s T sord, strB, aadAS, sul, dfiA17, el A) bIRA
LTEY, GyrA (S83L, D87N) KU ParC (SS0N) QRDR (2%, 7 I/ FeE#aA A L%/ o L FIRMHE
Tholz, £, ExPEC, enf2 A NTEC2 (Z55H S 415 B1-0O88:H8-ST446-fimH54 O 3 ££1% CL it
MIC, 8 ug/mL) T, Incl2 77 A 2 K b (£ 60,727bp) " mer-1 ZfE LT\, ZHhHD7F AR
DOEHTEFCFNIE shufflon FEIEZ FRE 99.99% L, EO—EERZ R L, S HIZHATIIE (AEM
2019;85:¢01661-19) TIAAT FAMLEREGZDOFA T KD BRRH SV mer-1 (RE Inc2 77 A KE b
99.98% D\ ERF BRI 27~ L CU 2, FOMOZAEINHSE S T-& LT blammas, aph(3 )-la, strA,
strB, aadAS, sull , sul2, dfi A5, dfi A7, dfirA14, te(B)7 & DMEEOK TRt &z,

ARG TIEZ IV E TH BTN e o T h T AR E. coli HIFEIRIFEMERIGE & O EXPEC |2
BRE 5% < ORFERF B E2RET 52 2L L, £, BT A0 50O ESBL EAE.
coli DMHIIENTHIO TTH Y, I mer-1 1RE E. coli DRIV THIO T E /2D, AWFTD
G RIOD 77 T 2 D3 NERI RS ER R EREANH AR OB 2 U P — e Xy Z— L 7
DEL AR E A TR T 5 B D TH D,



AR D T A2 B NBRIGERGUERINARIRYA Escherichia marmotae, E. ruysiae,
Vibrio cincinnatiensis (DB

WEESE, BdCE], ANV A, BEBER, AEZE, MR L, Rt T, REFRLZ
{ENIRFERT e EFRIGER - AR EEE T AR

(M) v b EATE TENE 2 AT A iEAE RN Z A2 BIT 5 v MREESCEAMEFEORA R
PUTEE A ERGITNRYY, ABFGETIIN T AOEFE) DR I3V Escherichia spp. 2 Of Vibrio
spp. DEFEREE & FAL O DIRFRERIZ OV TG T D,

[BPEFETFIE] 2021 SR D 2022 SEAZ500 47 AN RAFIRGRE S i A O S IH C CERE L 72 5
IROFTRER T EESE) BRI S 47z Escherichia spp. 3 #R% T8 Vibrio spp. 2 #kZ& #GU A LR R ER
(3£ « VITEK 2), MALDI-TOF MS (& & 2 BEREDIRIE, AR ERRZ it L=, <512 WGS

(2 8 2 RO MRS ON IR T8 T, MM S T OBRE 2 T o 72,

[#E5R L B22] Escherichia spp. 3 BRI, VITEK 2 {21 0 2 Bk (strains C10-1, C54)73 E. coli (RIERESE
99%), 1 K (strain C61-1)731 > R—/LEEAENE & EEMEOENRER T E. coli L[RIESNTZ, F7z, C10-
1,C54,C61-1 1 MALDI-TOF MS C &4 % score 2.09,2.08,2.33 TE. coli LIRIE Sz, L L7gns
5, ClermonTyping “C C10-1, C54 7 cryptic clade V, C61-1 75 eryptic clade I {Z/33H S Z &0 D,
digital DDH - ANI AT 24T — 72455, C10-1, C54 1 E. marmotae, C61-1 | X E. ruysiae &GRSz, =
N5 3REEER L= 2 TOPEEIBEThH 7203, b MaRMERIGE OWRIAFEE & LT
kpsMI papC Z3E L, MFESMRE: ﬁﬂ%i (ExPECWZ M ES =, e, BEEHEM G
% 1 BASTDE L T astd Z0RA LTV, 2D 3 HRORFRIE 2B 50229 % AT, NCBI
T B = A S BG U7 A2 SN SR E marmotae 52 KK, E. ruysiae 12 ¥RDESF7 /) BiF &%
7o 67 KD ) LRGSR &340 UTe, ASRD E. marmotae 2 MRFHFAZ b NSUMERSRIE L 7 T A
A —E TR TG DOBER Th D Z RN ST, E ruysiae [Z2OWTIREERT /) DB D70 <
b NESRER & OBEMEICOWTIIRA Th 7, E. marmotae 13 2015 4EIZTF Xy MaRO e~ 5 Y
v TR THES SR BT, 2022 #2ii e MEEEMEGYEORRE & U TiliE X
NTCND, E. ruysiae 13 2021 B\ ZHEMIRI T PRPERE Tl CHE SNV HTROBER CH 5, A
WA T ARRERIT e MAREA R TS LB X HIHD, T H0 2 WESERARE Tl E. coli &
ARFEESAUTERY, b MEGUE COBTERIRIAN Y OFRELRT 5 Z LRH L B2 D,

Vibrio spp. 2 ¥k (strains C6-3, C12-3) 1 TCBS 2RI CHMENAED 2 0 =—TC, 4x% ¥ —B5
YO L727T L2t & U CHEES U, AHEMRER T NaCl 0% THEET, 3% LU 6% TE
7253 E %~ Uiz, VITEK 2 "Cld C6-3 MRIEAEE, C12-3 23 V. fluvialis & [RITE S4Viz, Vibrio JEDHE
Fe[R]7E 0> B #JC Manual of Clinical Microbiology | ZfiEV VAL ARG SR 2 F20in U 7-fER, 2 #RIRIC V.
cincinnatiensis & [FIiE S37=, MALDI-TOF MS “T% V. cincinnatiensis & OFEEIGHITZDS C6-3,
C12-3 LK score (1.74, 1.79) %7 LEHE L~ L CORED GRS D TH -7, digital DDH:
ANI fifH7C V. cincinnatiensis Co 25 Z & ISHGRI AV, 2 BRI N SSRLREE B OTB-T 7 & s
AEARBEENE (C12-3) XA (C6-3)a s LTz, B-T7 7 #~—BEEAMIRRD Vot &
7, fos Z A L fosfomycin (R EEMMEE R L=, & HIZ T2SS, T6SS, flagella, adherence, stress tolerance,
quorum sensing 73 &1 RO B IRIER T8 A T2 R LTV Ve, AEICERT 5 b MNEUESHOH
AR E TIOKIEORIIE - BHER, N1 Y OIERNH )3, 2022 SR REASR Tl a5 1
JERGHRRGLED W ST D,

AR TR S A7 3 TR E. marmotae, E. ruysiae, V. cincinnatiensis D717 A6 O BETHEFRC
DT THY, NEICERGSEOBLR) bR/ FEER R T 5,



Wid &4y BfE & iz Acinetobacter modestus /2 B} 5 2 Y A F ViR T O @
of B AFEIHRSE || AR S, BE IS, OV . ZHER
IER K R EEE I AR ) A
: rb/%»%j(%fil K
MAEHAF Y
ER BRI E SRR A

(TRRVER] = U 2F ATEHOTTE KM 2 FF O ZRIMEE IC T 2R 67
IRRIEDO—>Th Y | BEFEEETE T TREROREST oSN D = ) XF it
HEOBREITELEML T D, Frrld 2019 BN O oSNz =Y AF itk
Acinetobacter modestus 1 ¥5% 738 U7z, A. modestus 135 = 2 ILFE O EFEEFR F L O

REEHR MO OBES I, 2016 FICHERE L LT I, £0HK, 2017 FIZT7 TR
T~ T AFERGD 6 D53 F’%’ﬁlﬁ¢7§> 1 3D OHRTHEEREITIZE A ER, BB TIE
2 RF UM A modestus ([ZBIT B2 Y AF UMMERFEBHLIZT A E E LT, &
DRNEZ R LT,

[ 51%]12019 %2 HAROEMWIHEFE TABE L TR O BT 05 5B S VT A, modestus 1
HEHW, B-F7FLF%RE T/ 7V av FRE X/ nRE T RI¥A7
VBB OA Y AF AT 2 FAIEZMRAR, RERS — 7ok 227 ) LOR
E. AU AFUMERNFORIEZIT T2, E6I2, RESNIZFAFZR ) —AT IV
ISR o — N4 2815 1% pHSG398 I2E A L . Escherichia coli, Klebsiella pneumoniae
B X W Enterobacter cloacae F¥affic 7 u—=v 7 L, 2V X5 VIt 2 R/NFHEHRILE
BE(MIC) % #HI7E L 7z, E. coli WEHIAIC B W T Lipid ABifiz =1L 27 P e X 7L —A4 4
VACE B CRENT L 72,

[FER & BE)A modestus 5yBERR DA FEEAN T 2 5/ M EEHILIEEAZRE LI E D
AL BTV ZLRE TI )TV RRE X REBIOT oAU
RITIFEZETH -T2, 2 AF 20T 8 pg/ml EtttEd s Lz, &7 7 AoHHi
FlAFRELEL A, KEFRAFTZ R ) —AVT I ViR 2~ V3 288G T
eptA AM DPEER EICHET 2 2L PAL Lo 7z, eptA AM % BUY & EinTFIRE
ix. Acinetobacter junii ¥ X U Acinetobacter venetianus ® eptA % B 0 & BinTIRE & 44
UL T, Tee—2—t eptA AM DWW %G5 % E. coli. K. pneumoniae, E. cloacae
DIFEI R 2 v b o — AR 7 X —%FOBEGA LY, ) RFricLzhEn
3218, 8EBIV4fEE Y MIC 2L, =L 7 baRTL—A4V{LEESITH,L
EptA_AM 28 KEGE @ Lipid A 283 3 2 & 203200 > 7=,

KIFEIEHAY D A. modestus DIYEERETH Y X OWNAMEF A F L X2 7 — AT 1 vV ints
BESR 1T Acinetobacter|@F 721 T K IsWHIERHERE © =2 ) 2 F ViMEICE G535 2 L 25k
BE i,



Potential resistance of mcr-9, a mobilized colistin resistance gene, in colistin-susceptible
Enterobacteriaceae isolates against colistin and LL-37
Pegah Kananizadehl, Tatsuya Tadal, Satoshi Oshirol, Tomomi Hishinumal, Mari Tohyal,
Teruo Kirikae'
'Department of Microbiology, Juntendo University School of Medicine, Tokyo, Japan
ABSTRACT

Three isolates of Enterobacter cloacae complex harboring mcr-9, a member of the
colistin resistance mcr gene family encoded on plasmids, were susceptible to colistin, with
minimal inhibitory concentrations (MICs) of 0.125—0.5 pug/ml in standard broth microdilution
(BMD) tests using cation-adjusted Mueller Hinton broth (CA-MHB) in accordance with
European Committee on Antimicrobial Susceptibility Testing guidelines. In contrast, their
MICs for colistin were significantly higher (4—128 pg/ml) when BMD tests were performed
using brain-heart infusion (BHI) medium, Luria-Bertani (LB) broth, tryptic soy broth (TSB),
or CA-MHB supplemented with casein, tryptone or peptone. Colistin significantly induced
mcr-9 expression in a dose-dependent manner when these mcr-9-positive isolates were
cultured in BHI or CA-MHB supplemented with peptone/casein. Pretreatment of mcr-9-
positive isolates and E. coli DH5a harboring mcr-9 with colistin significantly increased their
survival rates against LL.-37, a human antimicrobial peptide. Electrospray ionization time-of-
flight mass spectrometry analysis showed that a lipid A moiety of lipopolysaccharide was
partially modified by phosphoethanolamine in E. coli DHSo harboring mcr-9 when treated
with colistin. Of 93 clinical isolates of Enterobacteriaceae, only the mcr-9-positive isolates
showed MICs to colistin that were at least 32-times higher in BHI than in CA-MHB. These
mcr-9-positive isolates grew on a modified BHI agar, MCR9-JU, containing 3 pig/ml colistin.
These results suggest that the BMD method using BHI is useful when performed together
with the BMD method using CA-MHB to detect mcr-9-positive isolates, and that MCR9-JU
agar is useful in screening for Enterobacteriaceae isolates harboring mcr-9 and other colistin-

resistant isolates.



mer-1 A 77 A X RO G RIET RIGE ORIFIEREGS A 71 = X 5O
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TOERIZERT 2 EERALNILTWD, E51C, mer RETF7 AR
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L. ZHWOEEKDO~ U A 2H YT 7 V(IEPENEYY) TORIENE, E5MEEZFT
LR, —#o T A a2 F o m A (plncl2_mer-1,
pIncX4_mer-1, pIncPl_mer-3) DEETHREEL L OME E~DOEBFEDOIK T %
LiebT ZEEB LML, AR TR, plncl2_mer1iZEB L, AT A
I FEACLDRESER L OE EEFEEDERT A=A LOMAZIB o7,

RNA-Seq AT OFER. pIncl2_mer-1 DfF51% ST131 OBETHEAERKE K
fEEETWDZEEALMN L, £72, pIncl2 mer-1 77 A I ROEAKENS
mer-1 ZFRF RN KRB SIS THORELRFEBAICRE BT R, v 7 ATxT
HIREMER L OEFEEORTICEITR D bivZenoT, —H T, mer-1 DUl
\CHEET D 2 FEFHO hypothetical proteins % =— N9 BB T (hypo-1 BL W
hypo-3) % KRIE SHTRR T~ 7 A~DOIRFHENEIF LT,

LLENS | pIncl2_mer-1 777 A I RO HIT X HWENE - EEEOK T ~D
mer-1 DRFHIT/INE < hypo-1 1B X hypo-3 DGR S 07z,
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(B ISR~ —EEAE (CPO) 12X 5 BIE XA R RIBRED D70
ZEMOERR FEERMEL o TWD, INABEDOSH 5 — NDEEHENL 3
fEd CPO & 1 D ESBL EEA RN B S iz, £ CPE (I 3=z~
—EREAGNAE B HIE), MDRP (Z A MHEARIRE), MDRA (ZAfE 7 > % K
N7 &), ESBL FEAER & [FIE ST, 21 5 HEE O LA R O R O fi
HEZHRE LTEY ) LRSI (WGS) T 21T o7z,

[ 5] BaaR o3 BERK 1L 2016 2 R K FEFHBERTICB N TA » Ry T
TABRRED & 5 — NDOBENL S 7, FIEE MALDI-TOF MS %2 T
1T o 7=, FEHIESZ MEIT MicroScan WalkAway (Beckman Coulter) 3 J O &R
FAEREZH TR L2, WGS 1%, ¥ a— U — F¥—5 % —Illumina
MiSeq & v 7 U — R —% % —0Oxford Nanopore GridION ¥ J T} PacBio
RSIT ZHWTHRE LT,

[ SR ] EAIRAZ MEAEYT T, CPE 2% PDR (GLEEAMME), MDRP & MDRA 73
XDR (BZAlME), ESBL EARE A MDR (ZAIMHE) ThAHZ LR LM E AR
>72, WGS f##rCiZ. CPE {Z KPC-2, SHV-12, TEM-1, CTX-M-65, MDRA
\Z TEM-1, OXA-23, OXA-66. MDRP iz IMP-7. ESBL E/EHE I TEM-1,
CTX-M-3 D& BTSN, CPE D=2 ) AF o BLOTF Y1 7 U it
MEmF & LT, mgrB & ramB OEENFiFgt &iv7-, MLST fi#t ¢
iZ. CPE 7 ST11 B 42 HE . MDRP 7’ ST357, MDRA (3 ST1050 (Oxford),
ESBL FEAEE X ST22 B! Citrobacter freundii T - 7=,

[BZLE]Z DL 9 I A —/R—TiHEE O IR ORI WGS #EHT3G 2 T
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T3 VISR ATERR IR E SR o BERR CRE SN2 VIM-24 2 Zu B 5 7 Z<—B#EETF
KEES
oZEVHFIE ', ZHES . WAEL ' HABCE N A A NIERY BEERY.
PerrEe L DR R

(NERERFRFEGEEFHERMAD T, > § KPR ToFEeEk, ° E SR E 5t
AT EHEIMEF R 2 —, ‘A Ste— = A oL SHRASHEAT YY)

[Bf] ZHIMIERAIRE (MDRP) OB B & A=k 25 H RO BER R CRE L 2> T, H
RTHEES D MDRP D3FEAET 2 WA R =B ORERSME, IMP A X1 857 %
~—1 (MBL) Th o7z, L2 LI GES B /L~ p<—E L ILZ VIM B MBL PEAE
B DA BER AR TEIN LTS, 2012 B/ 5 2019 GBI DBES =75 2 3 RHESED
VIM B MBL FEAE 13 8RO/ LENTZAT o ToAE R, 13 B 4 8KC 2 DD blavivos 13X
\EES (X7 AU E— ) THRESNZ, R TIE, blayman &% o7 LD E— NZ
PRA T D AL SR SRR B 00l B AR R & R AT L 72

[FiE] BRBOEERF CHOBSNZ, 77 AIF R blanmau X 7 AU E— |
WCHRAET S VIM BIEAGIEE 4 % (NCGM3596, NCGM3741, NCGM3822 L O
NCGM3814 2) Z# A\ =, #EHEE PAOL ~D 7T 2 I ROBEARERBRE 7 4 V¥ —BH
RO REES CEE LT, % hZ % —pUCP19 12 1 2 B —blayie B L OF 5 A
UE— b blaymas &7 B—= 7 L, fkIRE PAO1 ~BA L7z, ZH ORRE PAOL JTBE
R Z AT, 12MIC JBED A SR A L O 7 = B AfF£E FT0 growth kinetics
assay 33 £ O time-killing assay #FEfi L7z, Vo A X T2 w7 472X VIM Z X
7 BB AN LT,

[[BREEBR] 74 ¥ —8EETIH., 2TOT 7 A FIZBWT P aeruginosa PAO1 ~
BiREEELT (18x 107 ~ 7.0 x 10°), EEFEES TIL, 4 SOTFFAIR H, 250
77 AR (pPNCGM3741 3 L O pNCGM3822) 1 P. aeruginosa PAO1 ~¥EA L7= (8.6 x
10° BEW 2.6 x 10°, 77 A K BEEEEINT P aeruginosa PAO (X cefepime,
ceftazidime, imipenem 33 X TF meropenem (Z%F U T2 B4 L7z, 1 = B —blayimas B &
WZ T LY E— b blayios BN L7 FIRHE PAOL IEEHLAR(PAOL:: blayma 3 X}
PAOL:: blayiasblayiva)iZ. FHILE 4L cefepime, ceftazidime, imipenem ¥3 J2 U8 meropenem (2
U CIPE A 45 U722y, MRSV T MIC ICEIZ R o T, RTREERERED
12MIC JEE D A 1 R LFAET O growth (X, A & Helg U CRIBRICHDH] S v T,
—75. 12MIC BEDOt¥ 7 = © AFIET O growth X, PAOL: blayviyoasblayivas 1ZIEE ALY
R T o lr, T AZ LT ayT 4 VT OEE. PAOL: blayimasblavivas @
VIM-24 OFEH L PAOL: blayimas & LT 2.6 @M o7c, BLEDFERMNE | IL/38
R LMHERIERE O blayvas ¥ > 7 LV E— FBN 12MIC & 7 = B LIZKHT B00iES 5 %2 5
ZEIZEY ., BARDERMER TIEAL TV Z AR I NI,














